NAME ____________________________________________
RETRIEVING INFORMATION FROM THE BLAST SEARCH RESULTS 
Acquire the following information about your fly gene. If you have more than one gene, then you must find this information for both genes.  
1. The name of your fly gene (you should already know this one  ). 


2. Go to http://www.uwlax.edu/biology/communication/BIO306FlyGenePapers.htm, find your gene name(s) on the page, and download the papers for your gene(s) to find the putative function for your wild-type gene(s). DO NOT simply copy and paste the information from the paper. That is called “plagiarism”, a punishable offense. READ through the paper to find the part where it describes the function, THINK about what it says, and then describe that function in your own words. Include the reference for the journal article that describes this function. Use this web site to find out how to write your citation correctly, noting that all of these sources are journal articles: http://www.uwlax.edu/biology/communication/ExampleofLitCited.html



3. The scientific and common names of the top non-Drosophila hit obtained from the BLAST search. (Sometimes the common name will not be readily available. If not, click on the link from the list of hits, and once the locus information comes up, click on the link next to the word "ORGANISM". This will take you to the taxonomy of the critter and the common name will be listed). 



4. The E value from the top non-Drosophila hit. 



5. The name of the gene for the top non-Drosophila hit (if there is one). 


6. The function of the gene for the top non-Drosophila hit (if there is one). Find the reference for the function of this gene and include that with your answer. Use this web site to find out how to write your citation correctly: http://www.uwlax.edu/biology/communication/ExampleofLitCited.html






7. Now, think about the function of your fly gene, the organism that you found as your top non-Drosophila hit, the function of that gene (if known), the type of hit that it was (a real gene or a sequence of cloned DNA), and the E value of the alignment. State whether you think that the alignment of your gene sequence with the sequence from this non-Drosophila gene is biologically relevant or if it's just a coincidence that these two sequences aligned. Then give at least two logical scientific reasons why you think that. 
  




Your answers to #s 1-7 above will be submitted to the appropriate dropbox as a Word File.

